
Figure S3 Conserved motifs of six peanut TF families. All conserved motifs

were statistically identified by the MEME program. The protein structures of

peanut TFs based on the presence of conserved motifs were arranged

corresponding to the phylogenetic tree respective of TF families. Different

motifs were highlighted with different colored boxes with number 1 to 10. The

sequence details of these conserved motifs were given in Figure S4.
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